NOTIZEN
The extension of the random coils in presence of formaldehyde at room temperature can be explained as follows. It is well known that formaldehyde reaction is only possible with free amino groups of polynucleo tides and as such no reaction is expected with the nucleotide pairs of native DNA or the intrastrand pairs of denatured DNA (random coils). In other words, rupture of inter-or intrastrand H-bonds is a prerequisite for formaldehyde reaction. Hydrogen ex change studies, however, have suggested that even at low temperatures (well below melting region), the strands of DNA frequently open and rejoin4. The opening of the strands can thus set free the amino groups for formaldehyde reaction which, if it takes place, will prevent rejoining. With sufficient incuba tion, this process would lead to complete extension of the random coils as has been observed in the present experiments.
The following conclusions can be made, (i) The secondary structure of heat-denatured DNA is not altered by the adsorption-desorption process, (ii) Hy-4 M . P . P r i n t z a n d P . H . v o n H i p p e l . P r o c . n a t. A c a d . S ei.
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perchromism of formaldehyde reacted sample (Fig. 6) steadily rises up to about 2 hrs. and continues slowly thereafter. The time required in step-wise elution is also about 2 hrs. and, as such, enough change in the secondary structure of the single strands is possible even during fractionation. The shape of the elution profile, in presence of formaldehyde, is thus not only dependent upon the time that elapses during fractiona tion but also on the interval after which the absorbance measurements are done, (iii) Since the native or native-like molecules practically remain unaffected during the time the random coils are completely ex tended, it appears that the intrastrand binding of the random coils is not as strong as that existing between the twin strands of native molecules, (iv) The concept of frequent opening and closing of nucleotide pairs even under conditions of maximal stability is indirectly supported from the present study. A general picture of the patterns of RNA synthesis during development has emerged in the last few years especially for sea-urchin 2 and Xenopus 3. D e n i s sums up the findings of B r o w n and his colleagues on Xeno pus RNA with the help of a number of graphs so that transcription of different RNA fractions during deve lopmental stages can be well visualised.
Such a study has now been carried out on Limnaea with the help of ion-agar electrophoresis. In the present note the transcriptoin pattern of 4 S RNA is being reported. Fertilized eggs before first cleavage, early and late morula, trochophores and veligers were in vestigated.
Following an earlier method4, Limnaea eggs or embryos were kept in 32P (phosphoric acid) solution in Tris buffer such that final pH was about 7.2. Normal development in this medium was checked at first. 25 -100 /uC of radioactivity was used. RNA was extracted with the hot phenol method 4 and the radio- Z e its c h rift fü r N a tu rfo rsch u n g 25 b, S e ite 1318 a.
quantity of marker RNA has been introduced in the groove. Too long a run also leads to bad separation because the bands become diffused. Usually the pre 23 or post 4 S region gave very low counts after over night washing indicating that the free 32P had been mostly washed away. This count can also be considered as a "background" which can be subtracted from the counts of newly synthesized RNA. Peaks of radio activity were found to exist in the bands. (It was found earlier4 that the S values of Limnaea are very close to that of E. coli. That the results are not due to bac terial contamination is very strongly proved by the fact that incorporation very characteristically depends on the developmental stages of the embryo and the pro files of the density gradient also depend on the develop mental stages of the embryo. Direct counting of bac terial population with the help of carbol fuchsin stain ing also revealed a negligible population of bacteria.) By taking the counts of the three bands and of the region in between 16 and 4S one gets practically all the counts for newly synthesized RNA. In this manner the percentage of 4 S RNA shows an inter esting trend, namely a continuous decrease with de velopment as summed up in the table.
As known beforehand4, the absolute magnitude of incorporation is very slight in the uncleaved egg but then gradually rises to a peak at trochophore and then again declines. This might be due to differential per- 
